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Introducing …Introducing …
The World’s Most Sensitive The World’s Most Sensitive 

Ion Trap!Ion Trap!
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Universal Source …Universal Source …
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The Ion Max AdvantageThe Ion Max Advantage
Reduces chemical noise 
No accumulation of API exhaust within chamber
Improves S/N!
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2D Linear Trap Instrument
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LTQ Top Cover Plate – Ion Optics
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LTQ Top Cover Plate – Ion Optics
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LTQ Vacuum Chamber – Linear Trap and Dynodes
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LTQ Vacuum Chamber with Top Cover
View from Back – Dual Detectors
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LTQ Vacuum Chamber – Linear Trap and Dynodes
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LTQ Performance LTQ Performance 
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5 fmol5 fmol Myoglobin Digest On LTQMyoglobin Digest On LTQ
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Improve Your Routine SensitivityImprove Your Routine Sensitivity
RT: 4.07 - 19.12
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Improve Your Routine SensitivityImprove Your Routine Sensitivity
1 fmol 1 fmol myoglobinmyoglobin digest injected (150um ID column)digest injected (150um ID column)
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Alprazolam Quantification 
1 pg on column, 2.1mmx50, 400 uL/min, 10 uL inj
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Alprazolam Quantification 
1 pg on column, 2.1mmx50, 400 uL/min, 10 uL inj

RT: 0.00 - 1.00
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High Sensitivity High Sensitivity QuantitationQuantitation
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High Sensitivity High Sensitivity QuantitationQuantitation
Alprazolam Quantification – 6 orders of linear dynamic range

0.00E+00

1.00E+09

2.00E+09

3.00E+09

4.00E+09

5.00E+09

6.00E+09

7.00E+09

8.00E+09

0.0E+00 2.0E+06 4.0E+06 6.0E+06 8.0E+06 1.0E+07 1.2E+07

R2= 1

0.00E+00

2.00E+05

4.00E+05

6.00E+05

8.00E+05

1.00E+06

0.0E+002.0E+024.0E+026.0E+028.0E+021.0E+031.2E+03

R2= 0.9997



20

Two Detectors Two Detectors -- 2x Signal2x Signal
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Better CoverageBetter Coverage withwith 22 DetectorsDetectors
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3D Trap - Myoglobin
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3D-Trap Myoglobin
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2D Linear Trap - Myoglobin
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Even Higher Resolution !!!- Scan rate of 27 amu/sec 
Single Scan Data!!!
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MSn on Low Abundance Ions
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MSn on Low Abundance Ions
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MSn on Low Abundance Ions
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Trapping of Injected Ions

3D Trap

2D Trap


	
	

